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1. Introduction

   Cryptosporidiosis is a zoonotic protozoal disease 
caused by coccidial species of the genus Cryptosporidium 
and which is reported in more than 40 countries in the 
world[1]. In stool surveys of patients with gastroenteritis, 
the reported prevalence of Cryptosporidium is 1%-4% 
in Europe and North America and 1%-37% in Africa, 
Asia, Australia, and South and Central America[2-6]. 
In most cases, Cryptosporidium infection results in 
gastrointestinal problems such as severe diarrhoea in both 
immunocompromised and immunocompetent people. Among 
the five common Cryptosporidium species in humans, 
Cryptosporidium parvum (C. parvum) and Cryptosporidium 
hominis (C. hominis) are responsible for more than 90% of 

human cases of cryptosporidiosis[7].
   Initially, Cryptosporidium sp. was reported by Tyzzer as 
infective in mice[8], and then was pushed to the background 
until the first human case noted in 1976[9,10]. Afterwards, 
more concerns over cryptosporidiosis have arisen since 
it was determined to cause death in one AIDS patient[11]. 
Mainly, cryptosporidiosis is responsible for acute self-
limiting diarrhoea in immunocompetent persons and life-
threatening diarrhoea in immunocompromised persons, 
particularly in persons receiving immunosuppressive drugs 
and AIDS patients[12].
   Among all identified species, C. hominis (previously 
known as the C. parvum genotype I) almost exclusively 
infects humans. C. parvum (previously known as the C. 
parvum genotype II) has a wide range of hosts including 
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humans and animals and has been considered as a 
zoonotic species. Furthermore, Cryptosporidium canis, 
Cryptosporidium meleagridis, Cryptosporidium felis, 
Cryptosporidium andersoni, Cryptosporidium muris, 
and Cryptosporidium suis have also been isolated from 
immunocompetent humans[13-15].
   Cryptosporidiosis has a higher incidence in developing 
countries, especially in children, institutionalized patients, 
malnourished, and immunocompromised individuals (AIDS)
[16]. Cryptosporidium mostly infects children less than five 
years old and peaks for children less than two years old[17]. 
In industrialised countries, cryptosporidiosis also occurs 
in adults due to foodborne or waterborne outbreaks[7,18]. 
Currently, nitazoxanide (Alinia) is approved for treatment of 
cryptosporidiosis in children and immunocompetent adults 
in the USA. However, nitazoxanide is not effective without an 
appropriate immune response and is therefore ineffective 
against immunocompromised individuals[19].

2. Morphology and life cycle

   Oocysts of Cryptosporidium sp. are small, measuring 4-6 
µm in diameter and are spherical-to-ovoid in shape[20]. The 
life cycle of Cryptosporidium is completed in a single host. It 
involves both asexual and sexual stages. There are six major 
developmental stages as described by Tzipori and Ward[2], 
which are excystation, merogony, gametogony, fertilization 
and zygote development, formation of environmentally 
resistant oocyst wall, and sporogony (Figure 1)[21].
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Figure 1. Life cycle of Cryptosporidium sp. consisting of asexual and sexual 
stages.
   Infection starts with the ingestion of the oocysts by 
the host. Oocyst is the exogenous stage, containing four 
sporozoites within a tough two-layered wall excreted in 
the faeces[22]. Oocyst stage is environmentally stable, able 
to survive through routine wastewater treatment and is 
resistant to inactivation by commonly used drinking water 
disinfectants[23].
   After oocysts are ingested via contaminated food or water, 
from fomites, or from direct contact with infected persons 
or animals, the oocyst undergoes excystation, releasing four 
sporozoites in the small intestine (ileum) which invades 
epithelial cells[24]. The sporozoites affix to the luminal 
surface of epithelial cells and differentiate asexually into 
trophozoites which to produce two different types of meront 
by merogony[11,24]. Type I meronts form eight merozoites, 
which enter neighbouring epithelial cells and either develop 

into type II meront or complete another cycle of type I 
meronts[25]. Type II meronts produce four merozoites which 
become microgamonts or macrogamonts[24,26].
   Fertilization between gamonts results in formation 
of a zygote which develops into oocyst containing four 
sporozoites[24,27]. Two types of oocysts are produced, thick-
walled oocysts which are excreted in the faeces and thin-
walled oocysts which re-circulate in the intestinal tract 
causing autoinfection[11,24,26]. This phenomenon may explain 
the mechanism of persistent infection in AIDS patients in the 
absence of subsequent oocyst exposure[2].

3. Taxonomy

   In 1907, Tyzzer was the first to discover the genus 
Cryptosporidium who described it as a coccidian-
like organism in the stomach of mice, which he named 
Cryptosporidium muris[8,28]. Later, Tyzzer discovered 
a second isolate in the small intestine of mice, which 
he named Cryptosporidium parvum[29]. Hence, species 
nomenclature within the genus Cryptosporidium was initially 
based on host occurrence, which led to more than 60 
species being described[24]. The classification based only on 
morphology has been difficult as Cryptosporidium species 
are morphologically identical.
   Until recently, Cryptosporidium was classified as belonging 
to the family Cryptosporidiidae, suborder Eimeriorina and 
order Eucoccidiorida[30], which also includes in its ranks 
Toxoplasma, Cyclospora, Isospora and Sarcocystis[31]. To 
date, over 20 species and 60 genotypes of Cryptosporidium 
have been classified with invalidation of some old ones and 
introduction of new others[15,32]. Of these, Cryptosporidium 
parvum and Cryptosporidium hominis are the most common 
species causing the disease in human[33] (Table 1).
Table 1
Recognized species in the genus Cryptosporidium.
Species Host Reference
C. hominis Human [34]

C. parvum Cattle, human [35]

C. andersoni Cattle [36]

C. muris Rodent [37]

C. suis Pig [38,39]

C. felis Cat [40]

C. canis Dog [41]

C. wrairi Guinea pig [42]

C. baileyi Poultry [43]

C. meleagridis Turkey, human, zoo birds [13,40,44-45]

C. bovis Cattle, sheep [46]

C. galli Finches, chicken [47]

C. serpentis Reptile [48]

C. saurophilum Lizard, snake [14,49]

C. molnari Fish [50]

C. scophtalmi Fish [51]

C. xiaoi Sheep, yak, goat [52]

C. fragile Frog [53]

C. ryanae Cattle [54]

C. marcopodum Kangaroo [55]

C. fayeri Kangaroo [57]
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4. Pathology and clinical manifestations

   Cryptosporidium has been recognized as a cause of 
gastrointestinal illness in both immunocompetent and 
immunodeficient people[11,20]. Clinical manifestations 
of cryptosporidiosis typically include persistent watery 
diarrhoea, nausea, vomiting, abdominal cramps, and 
fever[58].
   Clinical history and physical examination are quite 
valuable as preliminary screening for the aetiology of 
diarrhoea. Food and water consumption could be the source 
of infection if patients have history of travelling to endemic 
or epidemic places prior to illness. Acute diarrhoea may 
point more to rotavirus while persistent diarrhoea is usually 
caused by protozoa such as Cryptosporidium and Giardia. 
Dysentery or bloody diarrhoea may be due to Salmonella, 
Shigella, or trauma to the gastrointestinal tract such as 
ulcer and irritable bowel syndrome. Nevertheless, these 
classifications are not concrete and sometimes mixed 
infection is detected in patients, particularly in endemic 
areas with poor hygiene and sanitation practices.
   Cryptosporidium infects tissue on the superficial surface of 
the intestinal epithelium in the ileum and causes destruction 
to the epithelial layer[59]. Extensive studies in a piglet model 
of cryptosporidiosis demonstrate the loss of vacuolated 
villus tip epithelium accompanied with reduction in 
glucose-coupled sodium co-transport[60]. Cryptosporidium 
disrupts the intestinal barrier function and increases its 
permeability, causing impaired absorption and increased 
secretion of fluid and electrolytes, and nutrients, which 
leads to malnutrition and watery diarrhoea[61]. Persistent 
infection in the absence of subsequent exposure to oocysts 
is quite common, especially among the immunosuppressed 
patients. Thin-walled oocysts excyst in the intestinal tract 
without ever leaving the host and have the ability to cause 
autoinfection[2]. Moreover, attachment of motile sporozoites 
to the gastric epithelium induced the formation of 
parasitophorous vacuole and this unique structure provides 
protection for Cryptosporidium from the harsh environment 
of the host gastrointestinal tract.
   In developing countries, where children are more 
susceptible to infection, cryptosporidiosis in early 
childhood may be associated with subsequent impaired 
physical and cognitive development, even in the absence 
of diarrhoea[62,63]. Cryptosporidiosis is one of the most 
serious opportunistic infections in AIDS patients. An AIDS 
patient with CD4 T-cell counts of <150/mL can develop 
persistent infection, often with profound and life-
threatening diarrhoea[12]. The parasite can also spread from 
the intestines to the hepatobiliary and the pancreatic ducts, 
causing cholangiohepatitis, cholecystitis, choledochitis or 
pancreatitis[2,64]. 

5. Transmission and outbreaks

   Cryptosporidium can be transmitted directly via person to 
person, animal to human, animal to animal, or indirectly by 

water, food and possibly via air[16]. Animals were considered 
to be a reservoir of Cryptosporidium, with potential for 
the contamination of household water sources and most 
human cryptosporiodiosis is associated with C. parvum 
and C. hominis[65,66]. In addition, children infected with C. 
hominis shed higher levels of oocysts because they have 
underdeveloped immune system and oocysts can proliferate 
easier, possibly contributing to the increased prevalence 
and spread of C. hominis within these communities[13,67].
   Infectious oocysts could be excreted with the stool for up 
to 5 weeks even after diarrhoeal illness ends, which means 
that the absence of diarrhoea does not necessarily mean 
that the infection had subsided[68]. Numerous nosocomial 
outbreaks of cryptosporidiosis have occurred among 
healthcare workers as well as patients in bone marrow 
transplant units, paediatric hospitals, and wards with HIV-
infected patients[69,70]. Furthermore, elderly hospitalized 
patients may also be at risk for Cryptosporidium infection[71].
   Farm animals have long been implicated as sources of 
human infection. C. parvum has been the most prevalent 
species in farm animals particularly in calves. In sheep, 
the prevalence ranges from 10% to 68%[72,73] and between 
11.0% and 35.2% in goats[74,75]. In the UK, human infection 
with C. parvum dramatically declined after applying several 
intervention measures that lessened human contact with 
livestock, which has been previously accounted as a risk 
factor of cryptosporidiosis[76]. Livestock has also been 
inferred as the source of waterborne outbreaks in Canada[16] 

and England[67]. Furthermore, C. parvum was the aetiological 
pathogen in 84% of sporadic cases detected in Scotland, 
supporting livestock faecal pollution of water sources 
as the leading cause of sporadic cryptosporidiosis[77]. 
Associations between animal contact with transmission 
of cryptosporidiosis in humans have been documented. 
Outbreaks have been reported in veterinary students 
and animal researchers working with infected calves; 
agricultural camps and fairs; and case control studies of 
human cryptosporidiosis[77-79].
   Implicating domestic pets as potential source of infection 
for human starts gaining deliberation when Cryptosporidium 
meleagridis, a parasite originally described in turkeys, 
has been detected in human in the UK[67], Thailand[80] and 
Peru[65]. Dogs and cats seem to be most commonly infected 
with the predominantly host-adapted Cryptosporidium 
canis and Cryptosporidium felis[81] and may act as zoonotic 
reservoirs for human cryptosporidiosis[82]. 
   During the last decade, Cryptosporidium has emerged 
as an important enteric pathogen and over 150 potentially 
waterborne pathogens. Cryptosporidium is the most notorious 
in developed countries, responsible for large waterborne 
disease outbreaks[83,84]. The significance of Cryptosporidium 
to water authorities resulted in introduction of specific 
regulations and guidelines to deal with this parasite. Many 
waterborne outbreaks of cryptosporidiosis have been 
reported in different countries[85,86]. Cryptosporidium sp. 
has been responsible for waterborne outbreaks associated 
with water intended for drinking in the United States[58,87]. 
These outbreaks have occurred in water systems that used 
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well and spring water treated solely by chlorination and 
in surface water systems that have been filtered. The first 
reported waterborne outbreak of cryptosporidiosis was in 
the summer of 1984 in San Antonio, Texas[88]. The largest 
documented waterborne disease outbreak was in 1993, 
which infected 403 000 people and more than 100 died with 
weakened immune systems in Milwaukee[58]. Subsequent 
analysis revealed that the Milwaukee outbreak was due to C. 
hominis[89]. Although cattle have been repeatedly implicated 
as sources of waterborne cryptosporidiosis outbreaks, 
genotyping the contaminating isolates in Milwaukee 
outbreak has implicated human effluent as the source of 
contamination[89]. Swimming pool-associated outbreaks of 
cryptosporidiosis have also been widely reported[83,90].
   Foodborne outbreaks of cryptosporidiosis have 
been accounted worldwide. The main sources of food 
contamination comes from consumption of improperly 
cleaned raw fruits, vegetables and shellfish; faulty 
processing of meat, beverages and other foodstuffs; 
unhygienic food handlers; and contamination via vectors 
such as insects and birds (Table 2)[91,92].
Table 2
Food-borne outbreaks of cryptosporidiosis.
Country Source No. of cases Reference
Mexico Cow’s milk  22   [93]
USA Chicken salad  15   [94]
UK Cow’s milk  50   [95]
USA Apple cider 154   [96]
USA Green onions  54   [97]
USA Apple cider  31   [97]
Spain Clams/mussels/oysters -   [98]
Spain Mussels/cockles -   [35]
USA Fruit/vegetables 148   [99]
Australia Cow’s milk    8 [100]
USA -  24 [101]
USA -  88 [101]
USA Mussels - [102]
USA Apple cider  23  [97]
Japan Raw meat and raw liver dish   4 [103]
Denmark Salad buffet  99 [104]
Finland Salad  72 [105]
Chile Snails - [106]
Sweden Fresh herbs -   [39]
-: Unknown.

   Genotyping analysis of outbreaks in USA from apple cider 
identified C. parvum which revealed that the outbreak 
may have been due to dropped apples on the ground 
contaminated with cattle faeces[96]. A recent investigation of 
food handler contamination of a salad in Denmark identified 
C. hominis[104]. Another foodborne outbreak in Japan was 
caused by eating raw beef and liver contaminated with C. 
parvum[103].
   The nature of Cryptosporidium sp. oocyst makes it quite 
resistant to the changes in the environment. It is extremely 
resistant to chemical disinfection and not effected by 
chlorine, chloramines, and chlorine dioxide permissible 
in drinking water treatment[107]. Ozone is quite potent as 
chemical disinfectant for Cryptosporidium oocyst, but also 

more hazardous[108]. Overexposure of ozone can give rise to 
formation of high concentrations of possibly genotoxic by-
products. Oocysts can survive for months in surface water 
and soil and still remain viable for infection[109,110].

6. Diagnosis  

   A wet mount using saline and/or iodine is the basis 
of all microscopic technique. Routine diagnosis of 
cryptosporidiosis in most countries has been based on 
microscopic detection of oocysts after staining of faecal 
smears. Concentration methods using the principals of 
flotation and sedimentation have been widely used, with 
solutions such as sucrose, salt, zinc sulphate and formol-
ether[111,112]. The staining methods of most commonly used 
are the modified Ziehl-Neelson acid-fast stain and modified 
Kinyoun’s acid-fast stain[113,114]. Differential staining 
methods such as safranin-methylene blue are also used[115]. 
Negative staining techniques with nigrosin[116], light green, 
merbromide[117] and malachite green[118] stains yeasts and 
bacteria but not oocysts. These techniques, despite being 
easy to use with low cost, unfortunately can not distinguish 
between species of Cryptosporidium[56](Figure 2).

Figure 2. Microscopic observation of Cryptosporidium sp.
(A) Modified acid-fast staining 100伊, (B) Wet mount 40伊, (C) Wet mount 40伊,    
(D) Fluorescent monoclonal antibody staining 20伊. O=oocyst, S=sporozoites, 
EO=empty oocyst. (Source: Latif B, unpublished data).
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   Immunological based antigen detection methods 
that use antibodies to detect intact oocysts have been 
developed. Monoclonal antibody test is preferable to 
polyclonal antibody since it showed no cross-reactivity 
with other species[119]. Immunofluorescence-based kits, 
using a fluorescein isothiocyanate-conjugated anti-
Cryptosporidium monoclonal antibody that recognises 
exposed surface epitopes of oocysts are more specific and 
also sensitive for detecting Cryptosporidium oocysts. Indirect 
fluorescence antibody tests show superior sensitivity 
compared to modified acid-fast stain[120]. However, it is 
expensive and needs specific equipment like fluorescence 
microscope. Antigen detection using enzyme linked 
immunosorbent assays and passive agglutination has also 
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been developed[121]. However, antibody cross-reaction and 
the costs associated with such techniques have limited their 
use[14]. Although enzyme linked immunosorbent assays 
showed sensitivities ranging from 66% to 100%, false positive 
results have been reported[114].
   The introduction of polymerase chain reaction technology 
provides specific diagnosis to the species level with 
high sensitivity. Polymerase chain reaction allows swift, 
repeatable and highly accurate examination, with the ability 
to analyse large number of samples[16]. A variety of gene 
loci are used in current DNA diagnostics and taxonomy of 
Cryptosporidium, including the small subunit rRNA (also 
known as 18S rRNA)[33,47,56,122], heat shock protein (HSP 70 
gene)[123], Cryptosporidium outer wall protein gene[122], 
gene for thrombospondin-related adhesive protein of 
Cryptosporidium-1[124], and actin gene[125].

7. Treatment

   In 2006, the only drug approved by the US Food and 
Drug Administration for treatment of cryptosporidiosis in 
children and immunocompetent adults is the anti-protozoal 
agent nitazoxanide (Alinia)[25]. However, nitazoxanide is 
not effective without an appropriate immune response 
and is therefore ineffective against immunocompromised 
individuals[19].
   Recovery and survival rates has been dramatically 
improved with the use of highly active antiretroviral 
therapy, which cause increased CD4+ T-lymphocyte counts 
in immunocompromised individuals[25]. The introduction of 
protease inhibitors in highly active antiretroviral therapy 
also has additional benefits, as protease inhibitors appear to 
directly interfere with the life cycle of the parasite[126].
   Drugs combination is implemented in treatment of 
cryptosporidiosis. The efficiency of paromomycin, an 
aminocyclitol antibiotic isolated from Streptomyces, can be 
effective when combined use with protease inhibitors[126] or 
recombinant IL-12[127].
   Since there is no drug that achieves the complete removal 
of Cryptosporidium from the host, supportive therapy was 
preferred in both human and domestic animals. This consists 
of replacement of fluid and electrolytes, nutritional support, 
and anti-diarrhoeal drugs[128].

8. Prevention, control and conclusion

   Cryptosporidium sp. could infect its host by three main 
routes. The first is through contamination of raw food 
ingredients from farms or abattoirs. The second is through 
contaminated water whether from unprocessed sources 
(rivers, wells) or from water treatment plants. The third 
is transfered from infected host such as unhygienic food 
handlers, pets, or pests like flies and cockroaches[129,130].
   Taking preventive measures is the best way to manage 
Cryptosporidium sp. infection. Raw vegetables and food 
must be washed thoroughly before consumption. Clean 

tongs or utensils should be always used at a salad bar to 
prevent contamination from handlers’ or patrons’ hands. 
Water, especially untreated surface water, should be boiled 
before drinking to kill any oocysts in it. Water treatment 
plants have to be monitored regularly to prevent defective 
treatment and subsequent outbreak to houses receiving 
the water supply. Hands must be washed after contact with 
uncooked meat, soil, or animals before eating or touching 
around the mouth area. Pastures need to be fenced properly 
and the water bodies inside pastures (ponds or lakes) must 
never mix with the municipal water sources or reservoirs in 
order to prevent cross-contamination.
   Outbreaks of cryptosporidiosis should be investigated 
quickly and the source isolated or quarantined to prevent 
further infection. Babies, toddlers, and diarrheic individuals 
must limit their contact with recreational water or use only 
pools made specifically for them. Train pets to defecate 
outside the house and bath them regularly, especially if 
there is any children teething and crawling around in the 
house. These measures may seem trivial at first glance, 
but they are in reality very important in minimising the 
risk of getting cryptosporidiosis, particularly in those with 
underdeveloped or immunocompromised immune system 
like children, the sick, and the elderly.
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Comments 

Background
   Cryptosporidiosis is a parasitic disease caused by coccidial 
species of the genus Cryptosporidium. Cryptosporidiosis has 
become recognized as one of the most common causes of 
waterborne disease in humans in every region of the world 
including developed and undeveloped countries. 
  
Research frontiers
   This review article has overviewed the pathogenesis, 
distribution, diagnosis and treatment of cryptosporidiosis. 
Information in this article will give physicians and young 
scientists a comprehensive overview on cryptosporidiosis 
and this article will be helpful in controlling and prevention 
of cryptosporidiosis. 

Related reports
   This article has selectively reviewed 132 articles selected 
from a large number of original articles and review articles 
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on cryptosporidiosis and its pathogen. This article has 
updated the information on cryptosporidiosis compared to 
other review articles. 

Innovations and breakthroughs
   In this article the authors have summarized information 
on cryptosporidiosis including classic microbiology, 
epidemiology, clinical manifestations, diagnosis and 
treatments for cryptosporidiosis. The information is based on 
articles published from 1907 to 2013. 
  
Applications
   This article provided information on the research on 
cryptosporidiosis. The updated information in the article 
including pathogenesis, diagnosis and treatment of 
cryptosporidiosis will be very helpful to physicians who do 
not have time to go through large quantities of articles.

Peer review
   This is a nice review article that has summarized 
information on cryptosporidiosis including classic 
microbiology, epidemiology, clinical manifestations, 
diagnosis and treatments based on articles published 
from 1907 to 2013. Information in this article will give 
physicians and young scientists a comprehensive overview 
on cryptosporidiosis and this article will be helpful in 
controlling and prevention of cryptosporidiosis.   

References

[1]    Dillingham RA, Lima AA, Guerrant RL. Cryptosporidiosis: 
epidemiology and impact. Microbes Infect 2002; 4: 1059-1066.

[2]    Tzipori S, Ward H. Cryptosporidiosis: biology, pathogenesis and 
disease. Microbes Infect 2002; 4: 1047-1058.

[3]    Menon BS, Abdullah S, Mahamud F, Morgan UM, Malik AS, 
Choo KE, et al. Low prevalence of Cryptosporidium parvum in 
hospitalized children in Kota Bharu, Malaysia. Southeast Asian J 
Trop Med Public Health 2001; 32(2): 319-322.

[4]    Mahgoub ES, Almahbashi A, Latif B. Cryptosporidiosis in children 
in a north Jordanian paediatric hospital. East Mediterr Health J 
2004; 10: 494-501.

[5]    Muñoz-Antoli C, Pavón A, Marcilla A, Toledo R, Esteban JG. 
Prevalence and molecular characterization of Cryptosporidium in 
schoolchildren from department of Rio San Juan (Nicaragua). Trop 
Biomed 2011; 28(1): 40-47.

[6]    Ross le  NF,  La t i f  B ,  Mal ik  AS ,  Fadz l i  FM,  Abu NA. 
Cryptosporidiosis among children with diarrhea admitted to 
Hospital Selayang and Hospital Sungai Buloh, Selangor, Malaysia. 
J Trop Med Parasitol 2012; 35(2): 55-62.

[7]    Xiao L, Ryan UM. Cryptosporidiosis: an update in molecular 
epidemiology. Curr Opin Infect Dis 2004; 17: 483-490. 

[8]    Tyzzer E. A sporozoon found in the peptic glands of the common 
mouse. Proc Soc Exp Biol Med 1907; 5: 12-13.

[9]    Meisel JL, Perera DR, Meligro C, Rubin CE. Overwhelming 
watery diarrhea associated with a Cryptosporidium in an 
immunosuppressed patient. Gastroenterology 1976; 70: 1156-1160.

[10]  Nime FA, Burek JD, Page DL, Holscher MA, Yardley JH. Acute 

enterocolitis in a human being infected with the protozoan 
Cryptosporidium. Gastroenterology 1976; 70: 592-598.

[11]  Current WL, Reese NC, Ernst JV, Bailey WS, Heyman MB, 
Weinstein WM. Human cryptosporidiosis in immunocompetent 
and immunodeficient persons: studies of an outbreak and 
experimental transmission. N Engl J Med 1983; 308: 1252-1257.

[12]  Chen XM, Keithly JS, Paya CV, LaRusso NF. Cryptosporidiosis. N 
Engl J Med 2002; 346(22): 1723-1731.

[13]  Xiao L, Bern C, Limor J, Sulaiman I, Roberts J, Checkley W, et al. 
Identification of 5 types of Cryptosporidium parasites in children 
in Lima, Peru. J Infect Dis 2001; 183: 492- 497.

[14]  Xiao L, Fayer R, Ryan U, Upton SJ. Cryptosporidium taxonomy: 
recent advances and implications for public health. Clin 
Microbiol Rev 2004; 17: 72-97.

[15]  Fayer R. Taxonomy and species delimitation in Cryptosporidium. 
Exp Parasitol 2010; 124(1): 90-97.

[16]  Fayer R, Morgan U, Upton SJ. Epidemiology of Cryptosporidium: 
transmission, detection and identification. Int J Parasitol 2000; 30: 
1305-1322.

[17]  Snelling WJ, Xiao L, Ortega-Pierres G, Lowery CJ, Moore JE, Rao 
JR, et al. Cryptosporidiosis in developing countries. J Infect Dev 
Ctries 2007; 1(3): 242-256.

[18]  Fayer R. Cryptosporidium: a water-borne zoonotic parasite. Vet 
Parasitol 2004; 126: 37-56.

[19]  Gargala G. Drug treatment and novel drug target against 
Cryptosporidium. Parasite 2008; 15: 275-281.

[20]  Fayer R, Ungar BL. Cryptosporidium spp. and cryptosporidiosis. 
Microbiol Rev 1986; 50: 458-483.

[21]  Centers for Disease Control and Prevention. Parasites - 
Cryptosporidium (also known as “Crypto”). Atlanta: Centers for 
Disease Control and Prevention; 2010. [Online] Available from: 
http://www.cdc.gov/parasites/crypto/biology.html. [Accessed on 
20th January 2013].

[22]  Fayer R. Cryptosporidium and cryptosporidiosis. 1st ed. Florida: 
CRC Press; 1997, p. 5. 

[23]  Dillingham RA, Lima AA, Guerrant RL. Cryptosporidiosis: 
epidemiology and impact. Microbes Infect 2002; 4(10): 1059-1066.

[24]  O’Donoghue PJ. Cryptosporidium and cryptosporidiosis in man 
and animals. Int J Parasitol 1995; 25: 139-195.

[25]  Carey CM, Lee H, Trevors JT. Biology, persistence and detection 
of Cryptosporidium parvum and Cryptosporidium hominis oocyst. 
Water Res 2004; 38: 818-862.

[26]  Hijjawi NS, Meloni BP, Ng’anzo M, Ryan UM, Olson ME, Cox PT, 
et al. Complete development of Cryptosporidium parvum in host 
cell-free culture. Int J Parasitol 2004; 34: 769-777.

[27]  Tzipori S, Ward H. Cryptosporidiosis: biology, pathogenesis and 
disease. Microbes Infect 2002; 4: 1047-1058.

[28]  Tyzzer E. An extracellular coccidium Cryptosporidium muris (gen. 
et sp. nov.) of the gastric glands of the common mouse. J Med Res 
1910; 23: 487-509.

[29]  Tyzzer E. Cryptosporidium parvum (sp. nov.), a coccidium found 
in the small intestine of the common mouse. Arch Protisenk 1912; 
26: 394-412.

[30]  Levine ND. Taxonomy and review of the coccidian genus 
Cryptosporidium (Protozoa, Apicomplexa). J Protozool 1984; 31: 
94-98.

[31]  Smith HV, Nichols RA, Grimason AM. Cryptosporidium 
excystation and invasion: getting to the guts of the matter. Trends 



Nurul Fariza Rossle and Baha Latif/Asian Pac J Trop Biomed 2013; 3(11): 916-924922

Parasitol 2005; 21(3): 133-142.
[32]  Plutzer J, Karanis P. Genetic polymorphism in Cryptosporidium 

species: An update. Vet Parasitol 2009; 165(3-4): 187-199.
[33]  Xiao L, Escalante L, Yang C, Sulaiman I, Escalante AA, Montali 

RJ, et al. Phylogenetic analysis of Cryptosporidium parasites 
based on the small-subunit rRNA gene locus. Appl Environ 
Microbiol 1999; 65: 1578-1583.

[34]  Morgan-Ryan UM, Fall A, Ward LA, Hijjawi N, Sulaiman I, 
Fayer R, et al. Cryptosporidium hominis n. sp. (Apicomplexa: 
Cryptosporidiidae) from Homo sapiens. J Eukaryot Microbiol 2002; 
49: 433-440.

[35]  Gomez-Bautista M, Ortega-Mora LM, Tabares E, Lopez-Rodas V, 
Costas E. Detection of infectious Cryptosporidium parvum oocysts 
in mussels (Mytilus galloprovincialis) and cockles (Cerastoderma 
edule). Appl Environ Microbiol 2000; 66(5): 1866-1870.

[36]  Lindsay DS, Upton SJ, Owens DS, Morgan UM, Mead JR, 
Blagburn BL. Cryptosporidium andersoni n. sp. (Apicomplexa: 
Cryptosporiidae) from cattle, Bos taurus. J Eukaryot Microbiol 
2000; 47: 91-95.

[37]  Pavlasek I, Ryan U. The first finding of a natural infection of 
Cryptosporidium muris in a cat. Vet Parasitol 2007; 144(3-4): 349-
352.

[38]  Ryan UM, Monis P, Enemark HL, Sulaiman I, Samarasinghe 
B, Read C, et al. Cryptosporidium suis n. sp. (Apicomplexa: 
Cryptosporidiidae) in pigs (Sus scrofa). J Parasitol 2004; 90: 769-
773.

[39]  Gherasim A, Lebbad M, Insulander M, Decraene V, Kling A, 
Hjertqvist M, et al. Two geographically separated food-borne 
outbreaks in Sweden linked by an unusual Cryptosporidium 
parvum subtype, October 2010. Euro Surveill 2012; 17(46): pii: 
20318.

[40]  Morgan U, Weber R, Xiao L, Sulaiman I, Thompson RC, Ndiritu 
W, et al. Molecular characterization of Cryptosporidium isolates 
obtained from human immunodeficiency virus-infected 
individuals living in Switzerland, Kenya, and the United States. J 
Clin Microbiol 2000; 38: 1180-1183.

[41]  Fayer R, Trout JM, Xiao L, Morgan UM, Lai AA, Dubey JP. 
Cryptosporidium canis n. sp. from domestic dogs. J Parasitol 2001; 
87: 1415-1422.

[42]  Vetterling JM, Jervis HR, Merrill TG, Sprinz H. Cryptosporidium 
wrairi sp. n. from the guinea pig Cavia porcellus, with an 
emendation of the genus. J Protozool 1971; 18: 243-247.

[43]  Current WL, Upton SJ,  Haynes TB. The l i fe cycle of 
Cryptosporidium baileyi n. sp. (Apicomplexa, Cryptosporidiidae) 
infecting chickens. J Protozool 1986; 33: 289-296.

[44]  Baroudi D, Khelel D, Goucem R, Adjou KT, Adamu H, Zhang H, 
et al. Common occurrence of zoonotic pathogen Cryptosporidium 
meleagridis in broiler chickens and turkeys in Algeria. Vet 
Parasitol 2013; 196: 334-340.

[45]  Rohela M, Lim YA, Jamaiah I, Khadijah PY, Laang ST, Nazri MH, 
et al. Occurrence of Cryptosporidium oocysts in Wrinkled Hornbill 
and other birds in the Kuala Lumpur National Zoo. Southeast 
Asian J Trop Med Public Health 2005; 36(Suppl 4): 34-40.

[46]  Fayer R, Santin M, Xiao L. Cryptosporidium bovis n. sp. 
(Apicomplexa: Cryptosporidiidae) in cattle (Bos Taurus). J 
Parasitol 2005; 91(3): 624-629.

[47]  Ryan U, Xiao L, Read C, Zhou L, Lal AA, Pavlasek I. Identification 
of novel Cryptosporidium genotypes from the Czech Republic. 

Appl Environ Microbiol 2003; 69: 4302-4307.
[48]  Pedraza-Diaz S, Ortega-Mora LM, Carrión BA, Navarro V, 

Gomez-Bautista M. Molecular characterisation of Cryptosporidium 
isolates from pet reptiles. Vet Parasitol 2009; 160: 204-210.

[49]  Pavlasek I, Ryan U. Cryptosporidium varanii takes precedence 
over C. saurophilum. Exp Parasitol 2008; 118(3): 434-437.

[50]  Alvarez-Pellitero P, Sitjà-Bobadilla A. Cryptosporidium molnari 
n. sp. (Apicomplexa: Cryptosporidiidae) infecting two marine 
fish species, Sparus aurata L. and Dicentrarchus labrax L. Int J 
Parasitol 2002; 32(8): 1007-1021.

[51]  Alvarez-Pellitero P, Quiroga MI, Sitjà-Bobadilla A, Rodondo 
MJ, Palenzuela O, Padrós F, et al. Cryptosporidium scohpthalmi 
n. sp. (Apicomplexa: Cryptosporidiidae) from cultured turbot 
Scophthalmus maximus. Light and electron microscope 
description and histopathological study. Dis Aquat Organ 2004; 
62: 133-145.

[52]  Fayer R, Santin M. Cryptosporidium xiaoi n. sp. (Apicomplexa: 
Cryptosporidiidae) in sheep (Ovis aries). Vet Parasitol 2009; 
164(2-4): 192-200.

[53]  Jirků M, Valigurová A, Koudela B, Krízek J, Modrý D, Slapeta 
J. New species of Cryptosporidium Tyzzer, 1907 (Apicomplexa) 
from amphibian host: morphology, biology and phylogeny. Folia 
Parasitol (Praha) 2008; 55: 81-94.

[54]  Fayer R, Santin M, Trout JM. Cryptosporidium ryanae n. sp. 
(Apicomplexa: Cryptosporidiidae) in cattle (Bos taurus). Vet 
Parasitol 2008; 156(3-4): 191-198.

[55]  Power ML, Ryan UM. A New species of Cryptosporidium 
(Apicomplexa: Cryptosporidiidae) from eastern grey kangaroos 
(Macropus giganteus). J Parasitol 2008; 94(5): 1114-1117.

[56]  Morgan UM, Constantine CC, Forbes DA, Thompson RC. 
Differentiation between human and animal isolates of 
Cryptosporidium parvum using rDNA sequencing and direct PCR 
analysis. J Parasitol 1997; 83: 825-830.

[57]  Ryan UM, Power M, Xiao L. Cryptosporidium fayeri n. sp. 
(Apicomplexa: Cryptosporidiidae) from the red kangaroo 
(Macropus rufus). J Eukaryot Microbiol 2008; 55: 22-26.

[58]  Mac Kenzie WR, Hoxie NJ, Proctor ME, Gradus MS, Blair 
KA, Peterson DE, et al. A massive outbreak in Milwaukee of 
Cryptosporidium infection transmitted through the public water 
supply. N Engl J Med 1994; 331: 161-167.

[59]  Guerrant RL. Cryptosporidiosis: an emerging, highly infectious 
threat. Emerg Infect Dis 1997; 3(1): 51-57.

[60]  Argenzio RA, Rhoads IM, Armstrong M, Gomez G. Glutamine 
stimulates prostaglandin-sensitive Na/H exchange in 
experimental porcine cryptosporidiosis. Gastroenterology 1994; 
106: 1418-1428.

[61]  Goodgame RW, Kimball K, Ou CN, White AC, Genta RM, 
Lifschitz CH, et al. Intestinal function and injury in acquired 
immunodeficiency syndrome-related cryptosporidiosis. 
Gastroenterology 1995; 108(4): 1075-1082.

[62]  Guerrant RL, Oriá RB, Moore SR, Oria MO, Lima AA. Malnutrition 
as an enteric infectious disease with long-term effects on child 
development. Nutr Rev 2008; 66(9): 487-505.

[63]  Guerrant RL, Oriá RB, Moore SR, Scharf R, Lima AA. Enteric 
protozoa and human potential. Ann Trop Paediatr 2011; 31(3): 201-
203.

[64]  Hunter PR, Nichols G. Epidemiology and clinical features of 
Cryptosporidium infection in immunocompromised patients. Clin 



Nurul Fariza Rossle and Baha Latif/Asian Pac J Trop Biomed 2013; 3(11): 916-924 923

Microbiol Rev 2002; 15(1): 145-154.
[65]  Cama VA, Bern C, Sulaiman IM, Gilman RH, Ticona E, Vivar A, 

et al. Cryptosporidium species and genotypes in HIV-positive 
patients in Lima, Peru. J Eukaryot Microbiol 2003; 50(Suppl): 531-
533.

[66]  Learmonth JJ, Ionas G, Ebbett KA, Kwan ES. Genetic 
characterization and transmission cycles of Cryptosporidium 
species isolated from humans in New Zealand. Appl Environ 
Microbiol 2004; 70: 3973-3978.

[67]  McLauchlin J, Amar C, Pedraza-Diaz S, Nichols GL. Molecular 
epidemiological analysis of Cryptosporidium spp. in the United 
Kingdom: results of genotyping Cryptosporidium spp. in 1 705 
fecal samples from humans and 105 faecal samples from livestock 
animals. J Clin Microbiol 2000; 38: 3984-3990.

[68]  Diers J, McCallister GL. Occurrence of Cryptosporidium in home 
daycare centers in west-central Colorado. J Parasitol 1989; 75(4): 
637-638.

[69]  Baxby D, Hart CA, Taylor C. Human cryptosporidiosis: a possible 
case of hospital cross infection. Br Med J (Clin Res Ed) 1983; 
287(6407): 1760-1761.

[70]  Dryjanski J, Gold JM, Ritchie MT, Kurtz RC, Lim SL, Armstrong D. 
Cryptosporidiosis. Case report in a health team worker. Am J Med 
1986; 80(4): 751-752.

[71]  Girotto KG, Grama DF, da Cunha MJ, Faria ES, Limongi JE, Pinto 
Rde M, et al. Prevalence and risk factors for intestinal protozoa 
infection in elderly residents at Long Term Residency Institutions 
in Southeastern Brazil. Rev Inst Med Trop Sao Paulo 2013; 55(1): 
19-24.

[72]  Connelly L, Craig BH, Jones B, Alexander CL. Genetic diversity of 
Cryptosporidium spp. within a remote population of Soay Sheep 
on St. Kilda Islands, Scotland. Appl Environ Microbiol 2013; 79(7): 
2240-2246.

[73]  Majewska AC, Werner A, Sulima P, Luty T. Prevalence of 
Cryptosporidium in sheep and goats bred on five farms in west 
central region of Poland. Vet Parasitol 2000; 89: 269-275.

[74]  Noordeen F, Rajapakse RP, Faizal AC, Horadagoda NU, 
Arulkanthan A. Prevalence of Cryptosporidium infection in goats 
in selected locations in three agroclimatic zones of Sri Lanka. Vet 
Parasitol 2000; 93: 95-101.

[75]  Watanabe Y, Yang C, Ooi H. Cryptosporidium infection in 
livestock and first identification of Cryptosporidium parvum 
genotype in cattle feces in Taiwan. Parasitol Res 2005; 97: 238-
241.

[76]  Hunter PR, Chalmers RM, Syed Q, Hughes LS, Woodhouse S, 
Swift L. Foot and mouth disease and cryptosporidiosis: possible 
interaction between two emerging infectious diseases. Emerg 
Infect Dis 2003; 9: 109-112.

[77]  Goh S, Reacher M, Casemore DP, Verlander NQ, Chalmers R, 
Knowles M, et al. Sporadic cryptosporidiosis, North Cumbria, 
England, 1996-2000. Emerg Infect Dis 2004; 10(6): 1007-1015.

[78]  Preiser G, Preiser L, Madeo L. An outbreak of cryptosporidiosis 
among veterinary science students who work with calves. J Am 
Coll Health 2003; 51: 213-215.

[79]  Kiang KM, Scheftel JM, Leano FT, Taylor CM, Belle-Isle PA, 
Cebelinski EA, et al. Recurrent outbreaks of cryptosporidiosis 
associated with calves among students at an educational farm 
programme, Minnesota. Epidemiol Infect 2006; 134: 878-886.

[80]  Tiangtip R, Jongwutiwes S. Molecular analysis of Cryptosporidium 

species isolated from HIV-infected patients in Thailand. Trop 
Med Int Health 2002; 7: 357-364.

[81]  Abe N, Sawano Y, Yamada K, Kimata I, Iseki M. Cryptosporidium 
infection in dogs in Osaka, Japan. Vet Parasitol 2002; 108: 185-
193.

[82]  Xiao L, Feng Y. Zoonotic cryptosporidiosis. FEMS Immunol Med 
Microbiol 2008; 52(3): 309-323.

[83]  Karanis P, Kourenti C, Smith H. Waterborne transmission of 
protozoan parasites: A worldwide review of outbreaks and lessons 
learnt. J Water Health 2007; 5: 1-38.

[84]  Rose JB, Lisle JT, LeChevallier M. Waterborne cryptosporidiosis: 
incidence, outbreaks and treatment strategies. In: Fayer R, editor. 
Cryptosporidium and cryptosporidiosis. Boca Raton: CRC Press; 
1997, p. 93-110.

[85]  Craun G, Calderon R, Craun M. Outbreaks associated with 
recreational water in the United States. Int J Environ Health Res 
2005; 15: 243-262.

[86]  Moon S, Kwak W, Lee S, Kim W, Oh J, Youn SK. Epidemiological 
characterist ics of  the f i rst  water-borne outbreak of 
cryptosporidiosis in Seoul, Korea. J Korean Med Sci 2013; 28(7): 
983-989.

[87]  Moore AC, Herwaldt BL, Craun GF, Calderon RL, Highsmith AK, 
Juranek DD. Surveillance for waterborne disease outbreaks - 
United States, 1991-1992. MMWR CDC Surveill Summ 1993; 42(5): 
1-22.

[88]  D’Antonio RG, Winn RE, Taylor JP, Gustafson TL, Current WL, 
Rhodes MM, et al. A waterborne outbreak of cryptosporidiosis in 
normal hosts. Ann Intern Med 1985; 103: 886-888.

[89]  Zhou L, Singh A, Jiang J, Xiao L. Molecular surveillance 
of Cryptosporidium spp. in raw wastewater in Milwaukee: 
implications for understanding outbreak occurrence and 
transmission dynamics. J Clin Microbiol 2003; 41: 5254-5257.

[90]  Dale K, Kirk M, Sinclair M, Hall R, Leder K. Reported 
waterborne outbreaks of gastrointestinal disease in Australia are 
predominantly associated with recreational exposure. Aust N Z J 
Public Health 2010; 34: 527-530.

[91]  Millar BC, Finn M, Xiao L, Lowery CJ, Dooley JS, Moore JE. 
Cryptosporidium in foodstuffs - an emerging aetiological route of 
human foodborne illness. Trends Food Sci Technol 2002; 13: 168-
187.

[92]  Ryan UM, Caccio S. Cryptosporidiosis. In: Liu D, editor. Molecular 
detection of food-borne pathogens. Boca Raton: CRC Press; 2009, 
p. 651-666.

[93]  Sterling R, Seegar K, Sinclair NA. Cryptosporidium: causative 
agent of a traveller’s diarrhoea. J Infect Dis 1986; 153: 380.

[94]  Centers for Disease Control and Prevention (CDC). Foodborne 
outbreak of diarrheal illness associated with Cryptosporidium 
parvum - Minnesota, 1995. MMWR Morb Mortal Wkly Rep 1996; 45: 
783-784.

[95]  Gelletlie R, Stuart J, Soltanpoor N, Armstrong R, Nichols G. 
Cryptosporidiosis associated with school milk. Lancet 1997; 350: 
1005-1006.

[96]  Blackburn BG, Mazurek JM, Hlavsa M, Park J, Tillapaw M, Parrish 
M, et al. Cryptosporidiosis associated with ozonated apple cider. 
Emerg Infect Dis 2006; 12(4): 684-686.

[97]  Centers for Disease Control and Prevention (CDC). Foodborne 
outbreak of cryptosporidiosis-Spokane, Washington, 1997. MMWR 
Morb Mortal Wkly Rep 1998; 47(27): 565-567.



Nurul Fariza Rossle and Baha Latif/Asian Pac J Trop Biomed 2013; 3(11): 916-924924

[98]  Freire-Santos F, Oteiza-López AM, Vergara-Castiblanco CA, 
Ares-Mazás E, Alvarez-Suárez E, García-Martín O. Detection of 
Cryptosporidium oocysts in bivalve molluscs destined for human 
consumption. J Parasitol 2000; 86(4): 853-854.

[99]   Quiroz ES, Bern C, MacArthur JR, Xiao L, Fletcher M, Arrowood 
MJ, et al. An outbreak of cryptosporidiosis linked to a 
foodhandler. J Infect Dis 2000; 181: 695-700.

[100] Harper CM, Cowell NA, Adams BC, Langley AJ, Wohlsen TD. 
Outbreak of Cryptosporidium linked to drinking unpasteurised 
milk. Commun Dis Intell Q Rep 2002; 26: 449-450.

[101] Hlavsa MC, Watson JC, Beach MJ. Cryptosporidiosis surveillance 
- United States 1999-2002. MMWR Surveill Summ 2005; 54: 1-8.

[102] Miller WA, Miller MA, Gardner IA, Atwill ER, Harris M, Ames J, 
et al. New genotypes and factors associated with Cryptosporidium 
detection in mussels (Mytilus spp.) along the California coast. Int 
J Parasitol 2005; 35(10): 1103-1113.

[103] Yoshida H, Matsuo M, Miyoshi T, Uchino K, Nakaguchi H, 
Fukumoto T, et al. An outbreak of cryptosporidiosis suspected to 
be related to contaminated food, October 2006, Sakai City. Jpn J 
Infect Dis 2007; 60: 405-407.

[104] Ethelberg S, Lisby M, Vestergaard LS, Enemark HL, Olsen KE, 
Stensvold CR, et al. A foodborne outbreak of Cryptosporidium 
hominis infection. Epidemiol Infect 2009; 137: 348-356.

[105] Pönka A, Kotilainen H, Rimhanen-Finne R, Hokkanen P, 
Hänninen ML, Kaarna A, et al. A foodborne outbreak due to 
Cryptosporidium parvum in Helsinki, November 2008. Euro 
Surveill 2009; 14(28): pii: 19269.

[106] Neira OP, Muñoz SN, Stanley VB, Gosh CM, Rosales LM. 
[Cryptosporidium parvum in wild gastropods as bioindicators 
of fecal contamination in terrestrial ecosystems]. Rev Chilena 
Infectol 2010; 27(3): 211-218. Spanish.

[107] Korich DG, Mead JR, Madore MS, Sinclair NA, Sterling CR. Effects 
of ozone, chlorine dioxide, chlorine, and monochloramine on 
Cryptosporidium parvum oocyst viability. Appl Environ Microbiol 
1990; 56(5): 1423-1428.

[108] Ran Z, Li S, Huang J, Yuan Y, Cui C, Williams CD. Inactivation of 
Cryptosporidium by ozone and cell ultrastructures. J Environ Sci 
(China) 2010; 22(12): 1954-1959.

[109] Siński E, Behnke JM. Apicomplexan parasites - Environmental 
contamination and transmission. Pol J Microbiol 2004; 53(Suppl): 
67-73.

[110] Kato S, Jenkins M, Fogarty E, Bowman D. Cryptosporidium 
parvum oocyst inactivation in field soil and its relation to soil 
characteristics: analyses using the geographic information 
systems. Sci Total Environ 2004; 321(1-3): 47-58.

[111] Tuli L, Singh DK, Gulati AK, Sundar S, Mohapatra TM. A 
multiattribute utility evaluation of different methods for the 
detection of enteric protozoa causing diarrhea in AIDS patients. 
BMC Microbiol 2010; 10: 11.

[112] Blagburn BL, Butler JM. Optimize intestinal parasite detection 
with centrifugal faecal flotation. Vet Med 2006; 101(7): 455-464.

[113] Zaglool DA, Mohamed A, Khodari YA, Farooq MU. Crypto-Giardia 
antigen rapid test versus conventional modified Ziehl-Neelsen 
acid fast staining method for diagnosis of cryptosporidiosis. Asian 
Pac J Trop Med 2013; 6(3): 212-215.

[114] Arrowood MJ. Diagnosis. In: Fayer, editor. Cryptosporidium and 
cryptosporidiosis. New York: CRC Press; 1997, p. 43-64.

[115] Baxby D, Blundell N, Hart CA. The development and performance 

of a simple, sensitive method for the detection of Cryptosporidium 
oocyst in faeces. J Hyg (Lond) 1984; 93: 317-323.

[116] Pohjola S. Negative staining method with nigrosin for the 
detection of cryptosporidial oocysts: a comparative study. Res Vet 
Sci 1984; 36(2): 217-219.

[117] Chichino G, Bruno A, Cevini C, Atzori C, Gatti S, Scaglia M. New 
rapid staining methods of Cryptosporidium oocyst in stools. J 
Prootozool 1992; 38: 212S-214S.

[118] Elliot A, Morgan UM, Thompson RC. Improved staining method 
for detecting Cryptosporidium oocysts in stools using malachite 
green. J Gen Appl Microbiol 1999; 45: 139-142.

[119] Latif B, Jakubek EB. Determination of the specificities of 
monoclonal and polyclonal antibodies to Neospora, Toxoplasma 
and Cryptosporidium by fluorescent antibody test (FAT). Trop 
Biomed 2008; 25(3): 225-231.

[120] Chalmers RM, Campbell BM, Crouch N, Charlett A, Davies AP. 
Comparison of diagnostic sensitivity and specificity of seven 
Cryptosporidium assays used in the UK. J Med Microbiol 2011; 
60(11): 1598-1604.

[121] Vohra P, Sharma M, Chaudary U. A comprehensive review of 
diagnostic techniques for detection of Cryptosporidium parvum in 
stool samples. J Pharm 2012; 2(5): 15-26.

[122] Patel S, Pedraza-Diaz S, McLauchlin J. The identification of 
Cryptosporidium species and Cryptosporidium parvum directly 
from whole faeces by analysis of a multiplex PCR of the 18S rRNA 
gene and by PCR/RFLP of the Cryptosporidium outer wall protein 
(COWP) gene. Int J Parasitol 1999; 29(8): 1241-1247.

[123] Sulaiman IM, Morgan UM, Thompson RC, Lal AA, Xiao L. 
Phylogenetic relationships of Cryptosporidium parasites based on 
the 70-kilodalton heat shock protein (hsp70) gene. Appl Environ 
Microbiol 2000; 66: 2385-2391.

[124] Spano F, Putignani L, Guida S, Crisanti A. Cryptosporidium 
parvum: PCR-RFLP analysis of the TRAP-C1 (thrombospondin-
related adhesive protein of Cryptosporidium-1) gene discriminates 
between two alleles differentially associated with parasite isolates 
of animal and human origin. Exp Parasitol 1998; 90: 195-198.

[125] Sulaiman IM, Lal A, Xiao L. Molecular phylogeny and 
evolutionary relationships of Cryptosporidium parasites at the 
actin locus. J Parasitol 2002; 88(2): 388-394.

[126] Hommer V, Eichholz J, Petry F. Effect of antiretroviral protease 
inhibitors alone, and in combination with paromomycin, on the 
excystation, invasion and in vitro development of Cryptosporidium 
parvum. J Antimicrob Chemother 2003; 52(3): 359-364.

[127] Gamra MM, el-Hosseiny LM. Comparative study of the 
prophylactic and therapeutic effects of paromomycin, recombinant 
IL-12 alone or in combination against Cryptosporidium parvum 
infection in immunosuppressed mice. J Egypt Soc Parasitol 2003; 
33(1): 109-122.

[128] Zintl A, Proctor AF, Read C, Dewaal T, Shanaghy N, Fanning S, 
et al. The prevalence of Cryptosporidium species and subtypes in 
human faecal samples in Ireland. Epidemiol Infect 2009; 137: 270-
277.

[129] Conn DB, Weaver J, Tamang L, Graczyk TK. Synanthropic flies 
as vectors of Cryptosporidium and Giardia among livestock and 
wildlife in a multispecies agricultural complex. Vector Borne 
Zoonotic Dis 2007; 7: 643-651.

[130] Latif B. Food and water-borne protozoal diseases (FWBPD). Med 
Health Rev 2009; 2: 27-46.


