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Binding site prediction within Ebola virus VP40 protein: clue for further
drug development
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The emerging African Ebola virus infection in 2014 is the

global concernlll. To manage this deadly infection, there I declare that I have no conflict of interest.
are still no effective drugs and vaccines. Searching for new
drug is the urgent requirement for successful control of the
disease. Based on the new finding, it is noted that Ebola References
virus VP40 protein can be a possible drug target(2l. Watt et
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Figure 1. Identified binding sites within Ebola virus VP40 protein.
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