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1. Introduction

   Digenetic trematodes, particularly intestinal and liver flukes, 
are widely distributed in many Asian countries including Korea, 
Vietnam, Myanmar, Cambodia, Laos and Thailand, and remain a 
public health problem throughout the region[1-7]. The heterophyid 
trematode and some liver flukes can infect mammals and humans 
who eat raw or uncooked infected-fish species such as Haplorchis 

taichui (H. taichui) and Haplorchis pumilio (H. pumilio)[2,8,9]. They 
have been implicated as a cause of heterophyiasis which can result 
in significantly high incidences of eosinophilic, abdominal pain, 
diarrhea[10], and in some cases if the patients have been infected 
with a high number of trematodes, the trematodes would invade 
the mucosa and pass their eggs on through the blood vessels and 
spread the infection to the viscera including the heart and brain, and 
can lead to heart failure[11]. Moreover, the H. taichui infection can 
lead to mucosal ulceration, mucosal and submucosal haemorrhages, 
fusion and shortening villi, chronic inflammation, fibrosis of 
the submucosa[12], and possibly etiologic agent irritable bowel 
syndrome (IBS)-like symptoms, as well[13]. The life cycle of these 
trematodes is very complex, as they require two intermediate hosts 
to reach maturation and to complete their life cycle. Freshwater 
snails and fish typically serve as the intermediate host in most 
instances[1,6,14,15]. These trematodes are endemic throughout the 
Southeast Asian region, including Thailand, Lao PDR, Vietnam, 
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Korea and the Philippines[1,2,5,7,10,15], with a high incidence 
of mixed infections involving small liver trematodes and other 
minute intestinal trematodes[16,17]. The distribution of trematodes 
requires specific suitable ecological conditions, typically involving 
certain water resources such as those located in agricultural areas 
as well as rivers and irrigation canals. Consequently, the western 
province of Ratchaburi in Thailand is a geographical area that 
possesses the suitable ecological conditions for trematode growth 
and development. This province has the major river known as 
“Mae Klong” which flows through the center of town. This river 
is the primary source for several types of freshwater ecosystems, 
including irrigation canals, paddy fields and waterfalls. These water 
bodies provide suitable conditions for cercaria and metacercaria 
development[1,18].
   Molecular biological methods have been acknowledged as the most 
efficient and accurate tools that can be used for the identification 
of several parasitic organisms including trematodes[1,14,19-21]. 
The internal transcribed spacer 2 (ITS2) of the 18S rDNA gene 
was selected and used in this study. This region can be used for 
the purposes of identification of various stages of minus intestinal 
trematode (cercaria, metacercaria and adult stages) infections in their 
intermediate and definitive hosts[1,22,23]. Moreover, the sequences of 
the ITS2 region have been used as a potential molecular marker at the 
species or population level[24]. Conventional PCR methods have been 
widely applied for the purposes of identification because the DNA 
method is very sensitive, highly accurate and can be rapidly applied. 
Therefore, the sequence data have proven to be helpful in the study 

of species identification and geographical distribution for numerous 
species such as Paragonimus westermani, Fasciolopsis buski and 
Fasciola gigantica[20], Explanatum explanatum, Paramphistomum 
epiclitum and Calicophoron calicophorum[25].
   Hence, the purpose of this study was to investigate the 
prevalence of cercarial infection in certain freshwater snails like 
Tarebia granifera (T. granifera) and Melanoides tuberculata (M. 
tuberculata), and to amplify and sequencing the ITS2 regions. 
The sequencing data were used to reconstruct the dendrogram 
for separating cercarial species that infect the freshwater snails T. 
granifera and M. tuberculata both found in Ratchaburi Province, 
Thailand, and to identify a putative preventive technique which 
warranted future investigations.

2. Materials and methods

2.1. Study area and snail specimens

   Snail specimens were collected by stratified sampling method 
during the period of August 2015 to January 2016 from various sites 
of nine districts located in Ratchaburi Province, which were Mueang 
Ratchaburi (MR), Chom Bueng (CB), Suan Phueng (SP), Damnoen 
Saduak (DS), Ban Pong (BP), Bang Phae (BPh), Photharam (PR), Pak 
Tho (PT) and Ban Kha (BK) (Figure 1). The coordination of each 
collection site in this study was recorded using the global positioning 
system (GPS). Snail specimens were collected and classified using a 
taxonomic key[26] and separated by species level when possible.
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Figure 1. Districts in Ratchaburi Province - the nine districts in the study area included Mueang Ratchaburi, Chom Bueng, Suan Phueng, Damnoen 
Saduak, Ban Pong, Bang Phae, Photharam, Pak Tho and Ban Kha.
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2.2. Cercarial infections

   Freshwater snails were crushed by crushing method[27] and 
identified by cercarial type under a high magnification stereo-
microscope. The prevalence value was then calculated. The 
living cercariae were vitally stained with 0.5% neutral red 
dye and identified according to morphological classification 
as previously described[1,18]. Furthermore, the cercariae were 
stained with Delafield’s haematoxylin and dehydrated in an ethyl 
alcohol series, cleared with xylene and mounted in permount. 
Afterwards, the permanent slides were illustrated using a camera 
lucida to record pertinent information of their morphological 
characteristics. 

2.3. DNA extraction and ITS2 amplification

   Genomic DNA of cercariae from T. granifera and M. 
tuberculata were extracted using the comercial DNA extraction kit 
NucleoSpin® Tissue (MACHEREY-NAGEL, Germany) following 
manufacturer instructions. In order to maintain the integrity of 
the DNA, it was stored in –20 °C. Specimens were amplified for 
detection of the region of ITS2 using the PCR method following 
the primer of Barber et al.[28]. The forward primer was recorded 
as ITS3 (5’-GCA TCG ATG AAG AAC GCA GC-3’) and the reverse 
primer was recorded as ITS4 (5’-TCC TCC GCT TAT TGA TAT 

GC-3’). The PCR conditions were achieved by pre-denaturing 
the specimens at 94 °C for 4 min. After that, ITS2 regions were 
polymerized by denaturing at 94 °C for 1 min, while the annealing 
time was at 30 s at 50 °C with an extension time of 45 s at 72 °C. 
The PCR was replicated 35 times and the final extension was made 
at 72 °C for 7 min. 50 µL of each PCR reaction contained 0.75 
µL Taq polymerase, 2 µL MgCl2 and 20 pmol in 1.25 µL of each 
primer, 5 µL buffer, 1 µL dNTP and 2.5 µL of the DNA template. 
PCR amplicons were separated with agarose gel electrophoresis 
using 1.5% agarose gels, and separation was achieved at 90 V for 
45 min. Amplicons were approximately 450 bps in length.

2.4. Molecular identification and dendrogram construction

   Each amplicon was sequenced by 1st Base® Laboratories, SdnBhd 
(Malaysia) and the PCR target was confirmed by using the standard 
nucleotide Basic Local Alignment Search Tool (BLAST) with 
megablast from the National Center for Biotechnology Information 
search (NCBI) database. Consequently, all data were aligned and 
the dendrogram was constructed to present the related cluster of 
cercariae by Mega7® program using the maximum-likelihood 
method and the general time reversible model with maximum 
parsimony as the initial tree, and the process involved 10 000 
bootstrap tests. The relevant sequence data was acquired from the 
NCBI database and was used for this analysis (Table 1).

Table 1
List of ITS2 sequence data used for constructing the dendrogram.

Species of parasites Families References
H. taichui Heterophyidae KJ630831.1
H. pumilio Heterophyidae KP165437.1
Tetracotyle xenentodoni Diplostomatidae KU316948.1
P. gralli Philophthalmidae JX121231.1
Lecithodendrium linstowi Lecithodendriidae KJ934792.1
Transversotrema polynesiae Transversotrematidae KF765501.1
A. cantonensis Metastrongylidae FJ965594.1

A. cantonensis: Angiostrongylus cantonensis; P. gralli: Philophthalmus 
gralli.

3. Results	

3.1. Cercarial infection in freshwater snails

   A total of 795 snail samples were collected, comprising 591 
T. granifera and 204 M. tuberculata. The overall prevalence of 
cercarial infection was 7.92% (63/795). According to these results, 
the proportion of each snail species revealed that M. tuberculata had 
a higher level of prevalence (21.08%) than T. granifera (3.38%), 
and the highest prevalence was found in Suan Phueng (7.04% in T. 
granifera and 22.92% in M. tuberculata) (Figures 2 and 3).
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Figure 2. Prevalence of cercarial stage infection in T. granifera.
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   To assess the prevalence of each cercarial type, different types 
of cercaria were studied. They included parapleurolophocercous 
cercaria, megarulous cercaria, and xiphidiocercaria in T. granifera, 
which showed the high prevalence values of 65% (13/20), 20% 
(4/20) and 15% (3/20), respectively. M. tuberculata was infected 
by parapleurolophocercous cercaria, megarulous cercaria, 
xiphidiocercaria, furcocercous cercaria and transversotrema cercaria 
with prevalence values of 39.53% (17/43), 2.33% (1/43), 51.16% 
(22/43), 4.65% (2/43) and 2.33% (1/43), respectively.

3.2. Morphological characteristics of each cercarial type

3.2.1. Parapleurolophocercous cercaria
   Hosts for this cercaria are M. tuberculata and T. granifera. This 
cercaria has a body pear-shaped, concaved at one-third. It has two 
suckers, one oral sucker located in the sub-terminal region at the 
anterior, and one ventral sucker located four-fifths down the body. It 
has seven pairs of penetration glands and one pair of eyespots. This 
cercaria has a unique tail with two finfolds, including a dorsal finfold 
located about one-third down the length of the tail, and a lateral 
finfold located at about two-thirds of the tail’s length (Figure 4A).

3.2.2. Megarulous cercaria
   Host for this cercaria are M. tuberculata and T. granifera. The 
body is elongated with granules. An oral sucker is located at the 
anterior terminal next to the pharynx. A ventral sucker is located in 
the middle of the body. The bifurcate esophagus is located between 
the ventral sucker and the pharynx. A unique characteristic of this 
cercarial type is the presence of many adhesive gland cells located 
at the tip of its tail. This gland enables to be encysted at the infective 
stage (metacercaria) in a Petri dish (Figure 4B).

3.2.3. Xiphidiocercaria
   Host for this cercaria are M. tuberculata and T. granifera. This 
cercaria type is relatively small. The body is oval-shaped and 

colorless. An oval-shaped oral sucker is located two-thirds down the 
length of the anterior with a unique “stylet” on its body. A ventral 
sucker is located in the middle of the body. Two pairs of penetration 
glands appear at about the middle to two-thirds of the body’s length. 
The tail of this cercarial type is shorter than the body and has tiny 
colorless finfolds on it (Figure 4C).

3.2.4. Furcocercous cercaria
   This type of cercaria is only found in M. tuberculata. This cercaria 
is elongated, slender and tiny. Its body is shorter than its tail. The 
oral sucker is located at the end of the anterior part. It has a small 
pharynx and prepharynx. A ventral sucker is located three-fourths 
down the length of the body. This cercarial type has a unique tail that 
is divided into two furca. This cercarial type is representative of the 
infection stage of the blood fluke (Figure 4D).

3.2.5. Transversotrema cercaria
   This cercarial type is only found in M. tuberculata. The cercarial 
body is short, flat and semi-circular in shape. The body has a 
yellowish-brown pigment. The pharynx is large while the oral sucker 
is absent. The ventral sucker of this cercaria is located in the middle 
of its body. The tail is longer than the body and appears to be thicker 
than those of other types. Furthermore, its tail has arm-like processes 
at the anterior end of the tail and the tip of the tail is separated into 
two furca-like furcocercous cercaria (Figure 4E).

3.3. Molecular identifications and dendrogram construction

   The full length of the ITS2 region was amplified by PCR with a 
length of approximately 450 bp. The sequences were shortened 
by trimming for accuracy in constructing the dendrogram. All 
specimen sequences were recorded in the monophyletic group 
by applying the sequence of A. cantonensis (FJ965594.1) as 
an out group. The cercarial sequences were separated into five 
groups following the descriptions of different types of cercariae 
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Figure 3. Prevalence of cercarial stage infection in M. tuberculata.
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including parapleurolophocercous cercaria, megarulous cercaria, 
xiphidiocercaria, furcocercous cercaria and transversotrema 
cercaria (Figure 5). The data sequences revealed that the 
parapleurolophocercous cercaria in this study can be separated into 

two species of the family Heterophyidae including H. taichui and 
H. pumilio. The group of megarulous cercaria has developed into 
Philophthalmidae, the group of xiphidiocercaria has developed into 
Lecithodendriidae, the furcocercous cercaria group has developed 

Figure 5. Dendrogram of each cercarial type infecting freshwater snails.
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into strigeids and the last group, transversotrema cercaria has 
developed into Transversotrematidae. 

4. Discussion

   This study is the first reporting the cercarial infection in T. 
granifera and M. tuberculata from Ratchaburi Province, Thailand. 
T. graniferaand M. tuberculata have been found to be infected 
with a high variety of cercarial types from five trematode families: 
Heterophyidae, Philophthalmidae, Lecithodendriidae, strigeids 
and Transversotrematidae. The overall prevalence found in this 
study (7.92%) was higher than the observed in previous studies 
conducted in the Chao-Phraya Basin, Thailand, which detected a 
prevalence of 5.90%[1]. Furthermore, the overall prevalence found 
in this study is higher than that recorded in a previously published 
report on Northern Thailand, with a prevalence of cercariae infection 
of 6.20%[29]. It should be mentioned that trematodes and their 
intermediate hosts may be originated from the northern and central 
areas of Thailand to the down steam area of Ratchaburi via the Mae 
Klong River, which merges with an early portion of the Khwae-
Yai River in Tak Province. Our finding are also supported by the 
ecological conditions of the water resources that are present in 
Ratchaburi Province. This area contains a diversity of freshwater 
ecosystems including rivers, waterfalls, paddy fields, irrigation canals 
and streams. The suitable conditions of these ecosystems allow 
cercariae to infect snails and lead to the development to the adult 
stage in definitive hosts. According to this study, the morphology 
of the cercaria was found to be similar to that which was described 
in previous reports[1,15,18]. In recent studies, T. granifera and M. 
tuberculata have been noted as having a high level of susceptibility 
for heterophyid cercariae infection[18,30].
   Two species of heterophyid trematodes have been identified in this 
study, namely, H. taichui and H. pumilio, which are known to infect 
humans and other mammals, and are widely distributed in many 
provinces of Thailand such as Chiang Mai, Phitsanulok, Mae Hong 
Son, Kamphaeng Phet, and Tak[10,23,30], as well as in other close 
countries, like Lao PDR, Korea and Vietnam[2,5,7,16]. A recent study 
conducted in Lao PDR revealed that many patients were infected 
with H. taichui, with a 99.8% of the trematode specimens identified 
in patients[2]. Moreover, a report conducted in Savannakhet of the 
Lao PDR revealed the presence of H. taichui and H. pumilio fecal 
specimens collected from various Mekong River-side villages[31]. In 
addition, a high prevalence of infection of H. taichui and H. pumilio 
was recorded in Xieng Khouang Province in Lao PDR[32]. Moreover, 
H. taichui was reported as a possible etiologic agent of irritable 
bowel syndrome (IBS)-like symptoms and can lead to abdominal 
illnesses that have been associated with excessive gas or flatulence, 
tiredness, and loose feces[13]. Furthermore, some reports have shown 
H. taichui infection as a pathogenic parasite in three human cases 
through microscopic examinations and mucosal ulceration, mucosal 
and submucosal haemorrhages, fusion and shortening villi, chronic 
inflammation, and fibrosis of the submucosa were identified in these 
patients[12].
   With regard to another type of cercariae, the megarulous cercaria 
has been genetically characterized as belonging to the genus 
Philophthalmus. This parasite is commonly referred to as the oriental 
avian eye trematode and in some cases, the accidental infection in 
humans was identified[1]. Here we detect in 96% of megarulous 
cercariae the trematode species P. gralli. This result is in accordance 

with Mukaratirwa et al., who reported P. gralli in M. tuberculata 
and T. granifera in Zimbabwe[33]. This parasite species may lead to 
diseases in the conjunctiva sac of the eyes of chickens or ducks in 
poultry farms, and may result in significant economic and veterinary 
problems for the ranchers if not controlled. If this were the case in 
Thailand, the poultry industry would be negatively affected. With 
regard to Transversotrema cercaria, this is typically observed as 
ectoparasite in fish. This parasite infects the skin, mucus, muscle, 
fin and tail of the fish and adversely influences the growth rate and 
development of fish. It may also negatively affect the aquarium fish 
farms that are commonly found in Ratchaburi Province. Regarding 
the xiphidiocercaria and furcocercous cercaria, these are parasites 
that are known to be prevalent in livestock and other animals of 
economic importance in Thailand such as various fish and anuran 
species. These are known to be pathogenic parasites associated 
with various veterinary diseases. For instance, previous reports of 
strigeid trematodes in the genus Tetracotyle sp. have reported on 
the high prevalence and intensity of this species in sardines[34] and 
chicken[35].
   We constructed a dendrogram of cercariae with the use of the ITS2 

sequences of the identified cercariae found in the intermediate hosts 
T. granifera and M. tuberculata. The tree was used to identify and 
separate the five different types of cercariae, which also separated 
the genus Haplorchis into two different species.
   Our preliminary data indicate that cercarial infection of T. granifera 
and M. tuberculata can be separated and accurately identified by 
using a molecular method with the internal transcribed spacer 2 
region sequences. Moreover, T. granifera and M. tuberculata could 
be important factors in monitoring public health. Notably, the 
intestinal trematodes of the genus Haplorchis is known to play an 
important role in bowel diseases such as irritable bowel syndrome, 
diarrhea and submucosal haemorrhages. Furthermore, the avian eye 
trematode Philophthalmus gralli infection may cause catastrophic 
veterinary health problems in poultry farms. Further studies should 
be conducted to create an effective prevention program for parasitic 
infection transmitted by freshwater snails in Ratchaburi Province, as 
well as in other areas in the future. 

Conflict of interest statement

   We declare that we have no conflict of interest.

Acknowledgments

   We greatly acknowledge the Faculty of Science, Srinakharinwirot 
University, Thailand for providing funding and relevant facilities 
(Grant No. 471/2558). Finally, we would like to thank Dr. Russell 
Kirk Hollis for editing our manuscript.

References

[1]   �Anucherngchai S, Tejangkura T, Chontananarth T. Epidemiological 

situation and molecular identification of cercarial stage in freshwater 

snails in Chao-Phraya Basin, Central Thailand. Asian Pac J Trop Biomed 

2016; 6(6): 539-45.

[2]   �Sohn WM, Yong TS, Eom KS, Min DY, Lee D, Jung BK, et al. 

Prevalence of Haplorchis taichui among humans and fish in Luang 

Prabang Province, Lao PDR. Acta Trop 2014; 136: 74-80.

[3]   �DoanhPN, Nawa Y. Clonorchis sinensis and Opisthorchis spp. in 



Sothorn Anucherngchai et al./Asian Pac J Trop Dis 2017; 7(5): 286-292292

Vietnam: current status and prospects. Trans R Soc Trop Med Hyg 2016; 

110(1): 13-20.

[4]   �Wongsawad C, Wongsawad P. Molecular markers for identification of 

Stellantchasmus falcatus and a phylogenic study using the HAT-RAPD 

method. Korean J Parasitol 2010; 48(4): 303-7.

[5]   �Lee JJ, Jung BK, Lim H, Lee MY, Choi SY, Shin EH, et al. Comparative 

morphology of minute intestinal fluke eggs that can occur in human 

stools in the republic of Korea. Korean J Parasitol 2012; 50(3): 207-13.

[6]   �Chontananarth T, Wongsawad C, Chomdej S, Krailas D, Chai JY. 

Molecular phylogeny of trematodes in family Heterophyidae based on 

mitochondrial cytochrome c oxidase subunit I (mCOI). Asian Pac J Trop 

Med 2014; 7(6): 446-50.

[7]   �Hung NM, Anh NTL, Van PT, Thanh BN, Van HN, Van HH. Current 

status of fish-borne zoonotic trematode infections in GiaVien district, 

Ninh Binh Province, Vietnam. Parasit Vectors 2015; 8(1): 1-10.

[8]   �Prasopdee S, Tesana S, Cantacessi C, Laha T, Mulvenna J, Grams R, et 

al. Proteomic profile of Bithynia siamensis goniomphalos snails upon 

infection with the carcinogenic liver fluke Opisthorchis viverrini. J 

Proteomics 2015; 113: 281-91.

[9]   �Sripa B, Brindley PJ, Mulvenna J, Laha T, Smout MJ, Mairiang E, et al. 

The tumorigenic liver fluke Opisthorchis viverrini – multiple pathways 

to cancer. Trends Parasitol 2012; 28(10): 395-407.

[10] �Kumchoo K, Wongsawad C, Chai JY, Vanittanakom P, Rojanapaibul 

A. High prevalence of Haplorchis taichui metacercariae in cyprinoid 

fish from Chiang Mai Province, Thailand. Southeast Asian J Trop Med 

Public Health 2005; 36(2): 451-5.

[11] �Africa CM, Garcia EY, Leon WD. Intestinal heterophydiasis with 

cardiac involvement: a contribution to the etiology of heart failure. J 

Philipp Med Assoc 1935; 15(7): 358-61.

[12] �Sukontason K, Unpunyo P, Sukontason KL, Piangjai S. Evidence of 

Haplorchis taichui infection as pathogenic parasite: three case reports. 

Infect Dis (Lond) 2005; 37(5): 388-90.

[13] �Watthanakulpanich D, Waikagul J, Maipanich W, Nuamtanong S, 

Sanguankiat S, Pubampen S, et al. Haplorchis taichui as a possible 

etiologic agent of irritable bowel syndrome-like symptoms. Korean J 

Parasitol 2010; 48(3): 225-9.

[14] �Sripalwit P, Wongsawad C, Chontananarth T, Anuntalabhochai S, 

Wongsawad P, Chai JY. Developmental and phylogenetic characteristics 

of Stellantchasmus falcatus (Trematoda: Heterophyidae) from Thailand. 

Korean J Parasitol 2015; 53(2): 201-7.

[15] �Krailas D, Chotesaengsri S, Dechruksa W, Namchote S, Chuanprasit 

C, Veeravechsukij N, et al. Species diversity of aquatic mollusks and 

their cercarial infections; Khao Yai National Park, Thailand. J Trop Med 

Parasitol 2012; 35: 37-47.

[16]� �Sato M, Pongvongsa T, Sanguankiat S, Yoonuan T, Kobayashi J, Boupha 

B, et al. Patterns of trematode infections of Opisthorchis viverrini 

(Opisthorchiidae) and Haplorchis taichui (Heterophyidae) in human 

populations from two villages in Savannakhet Province, Lao PDR. J 

Helminthol 2015; 89(4): 439-45.

[17] �Yong TS, Shin EH, Chai JY, Sohn WM, Eom KS, LeeDM, et al. High 

prevalence of Opisthorchis viverrini infection in a riparian population in 

Takeo Province, Cambodia. Korean J Parasitol 2012; 50(2): 173-6.

[18] �Chontananarth T, Wongsawad C. Epidemiology of cercarial stage of 

trematodes in freshwater snails from Chiang Mai Province, Thailand. 

Asian Pac J Trop Biomed 2013; 3(3): 237-43.

[19] �Peniche G, Olson PD, Bennett DJ, Wong L, Sainsbury AW, Durrant 

C. Protecting free-living dormice: molecular identification of cestode 

parasites in captive dormice (Muscardinus avellanarius) destined for 

reintroduction. EcoHealth 2017; 14(Suppl 1): 106-16.

[20] �Prasad PK, Goswami LM, Tandon V, Chatterjee A. PCR-based 

molecular characterization and in silico analysis of food-borne 

trematode parasites Paragonimus westermani, Fasciolopsis buski 

and Fasciola gigantica from northeast India using ITS2 rDNA. 

Bioinformation 2011; 6(2): 64-8.

[21] �Kong Q, Fan L, Zhang J, Akao N, Dong K, Lou D, et al. Molecular 

identification of Anisakis and Hysterothylacium larvae in marine fishes 

from the East China Sea and the Pacific coast of Central Japan. Int J 

Food Microbiol 2015; 199: 1-7.

[22] �Masala S, Piras MC, Sanna D, Chai JY, Jung BK, Sohn WM, et 

al. Epidemiological and molecular data on heterophyid trematode 

metacercariae found in the muscle of grey mullets (Osteichthyes: 

Mugilidae) from Sardinia (Western Mediterranean Sea). Parasitol Res 

2016; 115(9): 3409-17.

[23] �Krailas D, Veeravechsukij N, Chuanprasit C, Boonmekam D, 

Namchote S. Prevalence of fish-borne trematodes of the family 

Heterophyidae at Pasak Cholasid Reservoir, Thailand. Acta Trop 2016; 

156: 79-86.

[24] �Sahu R, Biswal DK, Roy B, Tandon V. Molecular characterization of 

Opisthorchis noverca (Digenea: Opisthorchiidae) based on nuclear 

ribosomal ITS2 and mitochondrial COI genes. J Helminthol 2015; 

1(5): 1-8.

[25] �Chamuah JK, Raina OK, Lalrinkima H, Jacob SS, Sankar M, Sakhrie 

A, et al. Molecular characterization of veterinary important trematode 

and cestode species in the mithun Bos frontalis from North-East India. 

J Helminthol 2015; doi: 10.1017/S0022149X15000772.

[26] �Brandt RAM. The non-marine aquatic Mollusca of Thailand. Archiv 

für Molluskenkunde 1974; 105: 1-423.

[27] �Caron Y, Rondelaud D, Losson B. The detection and quantification 

of a digenean infection in the snail host with special emphasis on 

Fasciola sp. Parasitol Res 2008; 103(4): 735-44.

[28] �Barber KE, Mkoji GM, Loker ES. PCR-RFLP analysis of the ITS2 

region to identify Schistosoma haematobium and S. bovis from Kenya. 

Am J Trop Med Hyg 2000; 62(4): 434-40.

[29] �Mard AN, Prawang T, Wongsawad C. Helminths of freshwater animals 

from five provinces in Northern Thailand. Southeast Asian J Trop Med 

Public Health 2001; 32: 206-9.

[30] �Krailas D, Namchote S, Koonchornboon T, Dechruksa W, Boonmekam 

D. Trematodes obtained from the thiarid freshwater snail Melanoides 

tuberculata (Müller, 1774) as vector of human infections in Thailand. 

Zoosyst Evol 2014; 90(1): 57-86.

[31] �Chai JY, Han ET, Guk SM, Shin EH, Sohn WM, Yong TS, et al. High 

prevalence of liver and intestinal fluke infections among residents of 

Savannakhet Province in Laos. Korean J Parasitol 2007; 45(3): 213-8.

[32] �Chai JY, Sohn WM, Jung BK, Yong TS, Eom KS, Min DY, et al. 

Intestinal helminths recovered from humans in Xieng Khouang 

Province, Lao PDR with a particular note on Haplorchis pumilio 

infection. Korean J Parasitol 2015; 53(4): 439-45.

[33] �Mukaratirwa S, Hove T, Cindzi ZM, Maononga DB, Taruvinga M, 

Matenga E. First report of an outbreak of the oriental eye-fluke, 

Philophthalmus gralli (Mathis Leger1910), in commercially reared 

ostriches (Struthiocamelus) in Zimbabwe. Onderstepoort J Vet Res 

2005; 72(3): 203-6.

[34] �Van DLCD, Weston LF, Ssempa NN, Reed CC. Incorporating parasite 

data in population structure studies of South African sardine Sardinops 

sagax. Parasitol 2015; 142(1): 156-67.

[35] �Fried B, Barber LW, Butler MS. Growth and development of the 

tetracotyle of Cotylurus strigeoides (Trematoda) in the chick, on the 

chorioallantois and in vitro. Proc Helm Soc Wash 1978; 45(2): 162-6.


