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1. Introduction

   There are many mammals in the world, and bat is the extremely 

interesting that can fly and have it daily life at night. Bat normally 

lives in groups in humid places such as caves, hence, bat is easily 

exposed to several pathogen. The bat might carry the pathogen and 

can further transmit it to infect other animals including to human 

beings. The bat related virus infection is an interesting group of 

viral infection that is little mentioned in the literature. In fact, there 

are many virus infections that can be transmitted to human beings 

by bat. Those virus infections are usually serious. The infected 

cases are usually difficult to be diagnosed and managed. In this 

mini-review, the authors hereby summarize and discuss on the bat 

related virus infection mentioned in the previous publications in 

Thailand, a tropical country in Southeast Asia.

2. Bat rabies

   Rabies can be transmitted by any mammals including to bat. Bat 

rabies is an interesting situation that can be seen in tropical 

countries[1,2]. As noted by Wilde and Lumlertdacha[1], bat 

rabies is possible but usually neglected. In Thailand, there are 

some previous reports regarding bat rabies. Most reports are 

the study on virus contamination and metagenomics study on 

environmental samples. Robertson et al. noted for “the need 

for educational outreach to raise awareness of bat rabies, 

promote exposure prevention, and ensure appropriate health-

seeking behaviors for bat-inflicted wounds, particularly among 

at-risk groups in Thailand[3].”

3. Nipah virus infection

   Niph virus is the specific emerging virus infection with its 

first observation in Southeast Asia. The virus can also be seen 

in bat in Thailand[4]. Wacharapluesadee et al. performed a 

metagenomics study on bats’ urine samples from Thailand and 

noted that, in Thailand, “the Bangladesh strain was almost 

exclusively detected during April to June. The Malaysian 

strain was found dispersed during December to June[5].” 

Wacharapluesadee et al .  also noted that “Greater virus 

shedding over extended periods in the case of the Malaysian 

strain and the highest peak of virus detection in May in the 
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case of the Bangladesh strain when offspring started to separate 

may suggest that there may be responsible mechanisms other 

than direct contact during breeding in the same roost[5].” In 

Thailand, Pteropus bats are the major natural reservoirs of 

Nipah virus and there is a potential for disease outbreak[6,7]. 

Thanapong tha rm e t  a l .  no ted  fo r  poss ib le  “zoono t i c 

transmission of Nipah” and the requirement of “human and 

animal health surveillance[8].” To correspond to the need of 

diagnostic test for surveillance, the local researchers already 

intervened and proposed a new duplex nested RT-PCR for 

detection of Nipah virus RNA from urine specimens of bats[9]. 

Nevertheless, until present, there is still no case of Nipah virus 

infection induced encephalitis in Thailand[10]. The existence of 

pathogen in bat is of great risk for public health concern.

4. Kaeng Khoi virus infection

   Kaeng Khoi virus is the specific human pathogenic virus 

firstly seen in bat from cave in Thailand. It is presently seen in 

other countries in Southeast Asia (such as Cambodia[11]) and 

other tropical areas of the world[12].

5. Coronavirus (CoVs) infection

   CoVs is the main pathogen causing severe acute respiratory 

syndrome (SARS) that is the recent worldwide epidemic 

problem. The CoVs can be detected in several bat species 

from Thailand, China and nearby countries (Indonesia, Taiwan 

and the Philippines)[13]. Wacharapluesadee et al. performed 

a metagenomics study and reported for finding of group 

C betacoronavirus in bat guano fertilizer in Thailand[14]. 

Nevertheless, there is still no reported case of SARS due to 

CoVs from bats in Thailand .

6. Conclusion

   The contamination of human pathogenic virus in bat 

and environmental samples relating to bat is confirmed in 

Thailand. Although there is still no outbreak of bat related 

virus infection, it is highly recommended for strict disease 

surveillance for possible emerging new zoonosis from bat in 

this area.
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