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Ebola virus microRNA search 

Sora Yasri1*, Viroj Wiwanitkit2,3,4,5

1KMT Primary Care Center, Bangkok, Thailand                  

2Hainan Medical University, Haikou, China

3Faculty of Medicine, University of Nis, Nis, Serbia

4Joseph Ayobabalola University, Ikeji-Arakeji, Nigeria

5Dr DY Patil, Medical University, Navi Mumbai, India

Asian Pac J Trop Dis 2015; 5(4): 263

Asian Pacific Journal of Tropical Disease

journal homepage: www.elsevier.com/locate/apjtd

    *Corresponding author: Sora Yasri, KMT Primary Care Center, Bangkok, 

Thailand.

     E-mail: sorayasri@outlook.co.th

To the editor,

   Ebola virus infection is the serious problem at present time. 

The present situation in the Africa is the world concern due 

to the high possibility of worldwide pandemic[1]. As a new 

disease, the knowledge on the virus is extremely limited. One 

of the knowledge that is important in finding of diagnostic and 

therapeutic tools is the knowledge on microRNA of the Ebola 

virus. MicroRNA of the Ebola virus search can be a useful 

study to find the Ebola viral microRNA that can be the specific 

focus for development of diagnostic tool and drug targeting 

system[2].  Here, the authors perform standard database 

searching technique to identify Ebola virus microRNA. The 

tool namely Vir-Mir was used[3]. The Reston (NC_004161.1), 

Sudan (NC_006432.1) and Zaire Ebola (NC_002549.1) 

viruses were studied. According to the database searching, 

the identified viral microRNAs are shown in Table 1. These 

identified microRNA can be useful for further studies in Ebola 

virus researches. Indeed, there are some recent publications 

c o n f i r m i n g  t h e  u s e f u l n e s s  o f  m i c r o R NAs  f o r  E b o l a 

management[4,5]. It is the hope that the data can be further 

used for drug development[5]. Also, Liang et al. recently 

succesfully detected some microRNAs of Ebola and mentioned 

for the possibility for using as biomarkers[4].

Table 1
Identified viral microRNA of Ebola virus.

Virus Position Length sRNA loop score

Reston     896 83 19.5

  1827 89 22

Sudan 11450 87 22

  7601 90 22.5

11536 87 22.5

Zaire 14252 89 21.5

  4710 90 23
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